Table S1. Strages and primers for OfHEX?2 cloning

PCR Size Primer
fragment (bp) Number Sequence (5'-3")
o1 245 Of2F1 TGGGGNATHYTNMGNGGNYTNGA
) Of2R1 TGRTCRTCNACDATRTGCCA
oma 170 Of2F2 CAYTGGCAYATHGTNGAYGAYCA
) Of2R2 TGNCCNGGNACRTCRAAYTCNGG
03 200 Of2F3 CGGGTCGGCATTTCATATCG
) Of2R3 GCNACNGCNSWNGCNCKNGGCCA
Of2F4 GGATGGGTGGAGGAAATGGT
3' RACE outer TACCGTCGTTCCACTAGTGATTT
of-4 1026 primer
Of2F5 GCCACCGCCTTATCTTCTCC
3 RI‘?riCnilrnner CGCGGATCCTCCACTAGTGATTTCACTATAGG
> Rﬁr?HEle‘;“ter GCTGATGGCGATGAATGAACACTG
Of2R4 CACCACCCTCGCTATGTCATCCTT
Of2-5 806 5’ RACE inner
orimer € CGCGGATCCGAATTAATACGACTCACTATAGG
Of2R5 ATCTGGGAACTTCTCGCTCTGGTA

Table S2. Purification efficiency of recombinant OfHex2

Total Total Specific Overal Overall
Purification Steps protein activity activity 1 yield Purificat

(mg/L) (units/L)* (units/mg) (%) ion (fold)
Culture media 54.79 16.06 0.303 100 1
Ammonium sulfate ~ 32.61 13.73 0.421 85.50 1.390

IMAC Sepharose HP  1.203 10.46 8.695 65.11 28.72
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