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Supplementary figure 1. (a-b) Western blotting determined the level of H3K4 di-me (me2),
H3K4 tri-me (me3) in the cells treated with MM-102 for various times as indicated. (c-d)
Western blotting determined the level of H3K4 di-me (me2), H3K4 tri-me (me3) in the cells
treated with JIB-04 for various time as indicated.



Supp-Figure 2

a c
SGC7901
Control Cisplatin MM-102  Cisplatin+MM-102 SGC7901
.93 iz 0% 'ET 1 nn : 91 1R 1, iz 1 CisplatEn - + -
12.729 2.69% 19.26% [27.96% 11.33% |3.84% 11.75% [11.19%)|
* | = | MM-102 - - + +

Annexin V
b d
BGC823
Control Cisplatin MM-102 Cisplatin+MM-102 BGCB823
L 1.93% |060%|  1.85% |2.36% _:?174% 067%| | 1.34% 0.42% Cisplatn - + - +

T 1 &

MM-102 - -  +

i |
! A

jus0%| 72 gagz B3% | 91320%4627% | 9250%: 574%  C-PARP1 I:IBQKD

PI
"o
]
e ©
~
S

Annexin V

Supplementary figure 2. (a-b) Annexin-PI staining determined the apoptotic cells. Cells
were treated with 1ug/ml cisplatin and 50uM MM-102 for 24h. (c-d) Western blotting
determined the level of cleaved-PARP1 (c-PARP1) as indicated. Cells were treated with
1pg/ml cisplatin and S0uM MM-102 for 24h.
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Supplementary figure 3. (a-c) Western blotting determined the expression of KDM5A,
KDM5C, and KDMS5D in each cell as indicated. (d) Western blotting determined the
expression of XRCC1 and KDMS5B as indicated. KDMS5B knockdown BGC823/DDP Cells
were treated with Spg/ml cisplatin for 24h.
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Supplementary figure 4. (a) RT-qPCR determined the expression of KDM5B mRNA in
each cell as indicated. (b) Western blotting determined the expression of KDMS5B in
SGC7901 cells treated with S0uM MG132 for 6h. (¢) immunoprecipitation determined the
interaction of flag-KDMS5B (flag-tag) and HSP90 in SGC7901 cells. (d) Western blotting
determined the expression of HSP90 in each cell as indicated. (e-f) Western blotting

determined the expression of KDMS5B in BGC823/DDP cells treated with 17-AAG as
indicated.



