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Type of profiling
analysis tool

GF211 human
genefilters nylon
microarray

Custom cDNA array

custom cDNA spotted
microarray

porcine skeletal muscle
cDNA macroarray

titin exon microarray

human cDNA
microarray

custom cDNA spotted
microarray

human cDNA
microarray

custom cDNA spotted
microarray

custom cDNA spotted
microarray

custom cDNA spotted
microarray

UniGEM human chips

Custom cDNA array
Custom cDNA array

custom cDNA spotted
microarray

human cDNA
microarray

porcine ovary cDNA
macroarray
custom cDNA spotted
microarray
human cDNA
microarray
human cDNA

microarray

custom cDNA spotted
microarray

Analytical
elements (porcine
sequence unless
noted)
4,324 human
cDNAs

327 cDNAs

5,500 clones from
two cDNA libraries

5,500 clones from
two cDNA libraries

363 human exons

6,035 human
cDNAs

200 cDNAs + 309
myogenesis genes
9182 human
cDNAs

4434 cDNAs

4434 cDNAs

200 cDNAs + 309
myogenesis genes

7,100 - 9,100
cDNAs

3,636 cDNAs
1,016 cDNAs

>14,000 cDNAs

3,840 spots, 1718
ESTs

8,009 cDNAs

>14,000 cDNAs

1,185 human
cDNAs

1,185 human
cDNAs

6,420 cDNAs

Tissues/ cell types surveyed
(porcine unless noted

pig and human skeletal muscle

skeletal muscle expression

psoas(red) and L. dorsi(white)

psoas(red) and L. dorsi (white)

muscle

atria

Prenatal skeletal muscle 14-91
days of gestation

skeletal muscle

muscle and fat

muscle

Prenatal skeletal muscle 14-91
days of gestation

ovarian follicles

Whole ovaries and dissected
ovarian follicles

peri-implantation conceptus

germinal vesicle oocytes;
four-cell;blastocyst; in
vitro-produced four-cell; in
vitro-produce blastocyst stage
embryos

testis

follicle

cyclic endometrium

peripheral blood mononuclear
cells

white blood

peripheral blood Leukocytes

Research focus

Cross-species hybridization of pig RNA to
human nylon microarrays

expression in fetal and postnatal skeletal
muscle

analysis of differential transcript
expression in phenotypically distinct
muscles

Molecular changes in response to dietary
restriction in young %rowing skeketal
muscle

Using a novel titin exon microarray to
evaluate titin isoform expression and
altered function during cardiac muscle
development across species (rabbits,
rat, mice and pigs)
using pig as a model to study atrial
fibrillation

Duroc- Pietrain comparison of prenatal
uscle expression

compare the transcriptional expression in
skeletal muscle of Duroc and Taoyuan
pigs
investigate differentially expressed genes

in muscle and fat of pig with body weight
of 30 kg

screen specific genes related to the muscle
growth of swine

Duroc- Pietrain comparison of prenatal
uscle expression

evaluate gene expression differences in
porcine ovarian follicles between pigs
selected for ovulation rate and randomly
selected control pigs

Differential expression in divergent
genetic lines

conceptus gene expression during
elongation

Transcriptional profiling of pig
embryogenesis

compare gene expression in testis of pig
with high and low levels of plasma
estrone sulphate

evaluate genes expression in porcine
ovary and examine their respective roles
during the luteinization of porcine
preovulatory follicles
define genes that are differentially
expressed in endometrium during the
oestrous cycle

Genetic variations in peripheral blood
mononuclear cells in piglets used as an
animal model for staphylococcal
enterotoxin exposures
using pig as the model to study the host
response exposed to staphylococcal
enterotoxin B
host transcriptional response to
Actinobacillus pleuropneumoniae
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custom cDNA spotted
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real-time PCR
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custom cDNA spotted
microarray

NRSP-8-Qiagen custom
oligonucleotide array

custom cDNA spotted
microarray

custom cDNA spotted
microarray

custom cDNA spotted
microarray

Affymetrix U-133 A

human cDNA
microarray

HGU133 human affy
chip

custom cDNA spotted
microarray

custom cDNA spotted
microarray

NRSP-8-Qiagen custom
oligonucleotide array

HumU133A aligo arrays
(Affymetrix)

custom cDNA spotted
microarray

custom cDNA spotted
microarrays

Agilent Human 1 cDNA
microarray slides
(Agilent #G4100A)

custom cDNA spotted
microarray

custom cDNA nylon
spotted microarrays

custom cDNA nylon
spotted microarrays

custom cDNA nylon
spotted microarrays

custom cDNA nylon
spotted microarrays

custom cDNA nylon
spotted microarrays

Affymetrix Porcine
Genechip

Affymetrix Porcine
Genechip

Affymetrix Porcine
Genechip

7,712 cDNAs

63 cDNAs

2,569 cDNAs

2,569 cDNAs

3,468 cDNAs

13,297
oligonucleotides
420 cDNAs

3,468 cDNAs

877 cDNAs

22,283 human
probesets

13824 cDNAs

22,283 oligos

1,272 cDNAs

238 cDNAs

13,297
oligonucleotides

22,283 human
probesets

8400 cDNAs

866 cDNAs

12,814 human
oligonucleotides

600
oligonucleotides

12kor4,6 k

(triplicate) cDNAs

2849 cDNAs

9216 cDNAs

3456 cDNAs

3456 cDNAs
23, 935 probesets

23, 935 probesets

23, 935 probesets

macrophages

peripheral blood mononuclear
cells

Peyer’s patch
Peyer’s patch and MLN

small intestine jejunal mucosa

Lung

kidney epithelial cell line PK13

mucosa from Jejunum
brain
human brain, human kidney
and pig kidney
aortic endothelial cells
Pocine neural precursor cells

and human neural precursor
cells

liver

liver

normal liver, skeletal muscle,
small intestine

liver

Trabecular meshwork cells

brain

Monolayers of aortic
endothelial cells and aortic
valve endothelial cells

stromal-vascular cell, adipose
tissue
multi tissues (41 different
tissues)

ovarian cells (granulosa) and
multi tissues

multi tissues (41 different
tissues)

muscle
muscle

mesenteric lymph node

Pregnant/nonpregnant
endometrium

Perimplantation conceptus

Macrophage response to African swine
fever virus
immunological gene expression was
compared between nonstimulated PBMCs
and PMA-lono stimulated PBMCs

Validation of cDNA libraries

Juvenile vs. adult Peyer's patch gene
expression

host response to enterotoxingenic E. coli.

host transcriptional response to
Salmonella Choleraesuis

Host-pathogen interaction during the
Toxoplasma gondii infection
Investigate the early transcriptional
response of pig small intestinal mucosa to
Salmonella Typhimurium DT104
Development of a porcine brain cDNA
library, EST database, and microarray
resource
Cross-species comparison of gene
expression between human and porcine
tissue
transcription profiles in a disturbed flow
region of the adult porcine aorta

expression of Neurodevelopmental
markers by cultured porcine neural
precursor cells

Endothelial Cells Reveal Phenotypic
Differences

identif]y hepatic genes affecting traits
related to body composition

Validation of Oligonuceotide Microarray

explore the gene expression changes
associated with ethanol feeding and folate
deficiency

To study the gene expression changes in
Porcine Trabecular meshwork cells in
response to mechanical stretching

effect of stress on brain gene expression
patterns

Transcriptional Profiles of Valvular and
Vascular Endothelial Cells Reveal
Phenotypic Differences Influence of Shear
Stress

transcriptional profilling of neonatal
adipose tissue and fetal S-V cells

ovarian folliculogenesis, pilot study

gene networks involved in ovarian
follicular development

genes and gene networks involved in
ovarian follicular atresia

§ene expression in skeletal muscle
ollowing intra muscular injection

genes involved in muscle tenderness
immune response to bacterial infection
Maternal response to pregnancy

Maternal-fetal
communication/implantation
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Affymetrix GeneChip ®
Porcine Array

Affymetrix GeneChip ®
Porcine Array

Pig Oligo Set 13K
V.1( Operon-Qiagen)

oligo array and
real-time PCR

Affymetrix Porcine
Genechip

NRSP-8-Qiagen custom
oligonucleotide array

23,935 probesets

23,935 probesets

13,297
oligonucleotides

13,297
oligonucleotides

23, 935 probesets

13,297
oligonucleotides

alveolar macrophages (PAM)

alveolar macrophages (PAM)

mainly muscle liver, s.intestine
islets

Subcutaneous adipose tissue

skeletal muscle

Gene expression profiling of the treatment
with the anti-Sialoadhesin monoclonal
antibody 41D3 on PAM

Gene expression IErofiling of early steps
of PRRSV pathogenesis on porcine
alveolar macrophages.

Comparison between pigs extreme for
Glycolitic potential
Profiling of stress-response in islets

Fatl QTL effects on gene expression

developmental gene expression patterns

In preparation
In preparation
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2006
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Unpublished

Unpublished
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NA

NA
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