Supplementary Information

The individual gene expression profiles of GSE14734, GSE14735, GSE27941, GSE52922, GSE54542 and GSE69008. Top 29§ difmesded
genes were obtained using the GEO2R analysis tool (based on GEOquery and limma) with Benjamini & HochbengpkBRdrrection) with supplier
provided annotations and log transformation auto detected value oftiosslocument covers the individual gene expression profiles, Box whisker p
and a table with differentially expressed gene profilealigt heat maps alifferentially expressed genes of different datasets.

Figure-S1: Profile graphs of individual genesdifferentially expressed byP. chrysosporiumin cellulose and hemicellulose degradation
GSE14736 (Super seriesconsists of the following subseries)

GSE14734: Cellulose induced regulation ofPhanerochaete chrysosporiugenes
In order to study the extracellular proteins secreteB.lmhrysosporiununder standard cellulolytic conditiolgymelenberget al (2009) have performed
a whole transcriptome study. The gene expression studies have confirmed the significance of carbohydrate active enagpuseantthe function of

many novel proteins involved in lignocellulose degradation.

GSE14735:Nutrient limitation -induced regulation of Phanerochaete chrysosporiugenes
Wymelenberget al (2009) have studied the extracellular protein produci. ohrysosporiumgrown under nutrient limited conditions. Studies have

confirmed the expression of severghlocellulose degrading enzymes and also reinforced the role of novel proteins.

GSE14736/GPLB022, selected samples
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GSE27941 Wymelenberg et al2011) have conducted transcriptome study to analyze the gene expression patteostaoplacentaand
Phanerochaete chrysosporiwalonized on (aspem®opulus grandidentatand(pine) Pinus strobusResults have showed that transcriptome of these
fungi are significantly influenced by wood species, reflecting their basic wood decaying properties.

GSE27941/GPL8022, selected sample:
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GSE52922 Gaskell, J et al (2014) have conducted this study to understand the gene expression p&tehrgsafsporiumcolonized on hybrid
poplar Populus alba x tremulagnd two other syringyl rich transgenic derivatives. The microarray results have shawgenh expression patterns

of P. chrysosporiunare considerably influenced by lignin composition.

GSE52922/GPL18011, selected samples
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GSE54542:During wood degradation fungi comes across with several toxic compounds called extractives. Thuillier, Anne, et al @pédphaed a
transcriptome study oPhanerochaete chrysosporiuoultured on oak acetonic extracts. Results have suggested that fungi employ intracellul;
antioxidative detoxification mechanisms along with extracellular enzymes for lignin degradation.

GSE54542/GPL18237, selected sample
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GSE69008 Mansfield S (2015), have performed a whole transcriptome stuBy dirysosporiumlo understand the differential gene expression
patterns oP. chrysosporiunnvolved in cell wall degradation when cultured on three (polapulus trichocarpavood substrates with different

chemical compositions.

GSEG2008/GPL20212, selected samples
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were developed usinthe clusters correlation centered for both the genes and arrays. The heat maps were generated for all the different de

GEO was obtained using the libraries GEOquery and Biofiziseonductor packages) R software version 3.2.4. (ExpressionSet). The fold chang
GSE14734, GSE14735, GSE27941, GSE52922, GSE54542, GSE69008, GSE69461 and GSE6649.

The following heat maps were generated using the Cluster 3.0 and Gene Treeview were used. The individual gene expsd$sion tredUNCBI
values were calculated using the Microsoft Excel program and these values were used along with the individual expesditiareatinical clusters

Figure-S2 Shows the hierarchical clusters of differentially expressed genes involved in cellulose and hemicelluldegradation, based on

expression and fold change values
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GSE14734 Genes involved inatlulose metabolism

GSE14735 Genes involved in cellulose metalsoh




