Supplementary Figures and Tables

Figure S1. Reactome analysis of phosphoproteins regulated by PRKD3.
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Figure S2. Networks of phosphoproteins regulated by PRKD3 with labeled nodes.
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Figure S3.Real-time PCR analysis validation of PRKD3 regulated genes in multiple invasive breast cancer cell
lines.
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Figure S4. Networks with labeled nodes of genes regulated by PRKD3.
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Figure S5. Networks of interactomes of PRKD3 with labeled nodes.
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Figure S6. A network of all the hub nodes.
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