
Supplementary Table 1. The primer sequences included in this study. 

Gene  Primer sequences (5’-3’) 

lncARSR Forward TTTGAAATGCTCTTTGAGGGAT 

 Reverse TGCAGGTTGTCTGAAGTTGGA 

E-cadherin Forward ATTTTTCCCTCGACACCCGAT 

 Reverse TCCCAGGCGTAGACCAAGA 

N-cadherin Forward AGCCAACCTTAACTGAGGAGT 

 Reverse GGCAAGTTGATTGGAGGGATG 

Snail Forward CGAGTGGTTCTTCTGCGCTA 

 Reverse GGGCTGCTGGAAGGTAAACT 

SOX4 Forward CGAGTGGTTCTTCTGCGCTA 

 Reverse GGGCTGCTGGAAGGTAAACT 

GAPDH Forward ACACCATGGGGAAGGTGAAG 

 Reverse AAGGGGTCATTGATGGCAAC 

U6 Forward CTCGCTTCGGCAGCACA 

 Reverse AACGCTTCACGAATTTGCGT 

miR-346 Forward AGTGTCTGCCCGCAT 

miR-3168 Forward CGCAGGAGTTCTACAGTCA 

miR-6817-5p Forward GTCTGCCATAGGAAGCTTG 

miR-4769-3p Forward GCAGTCTGCCATCCTC 

miR-129-5p Forward CAGCTTTTTGCGGTCTG 

miR-142-3p Forward CGCAGTGTAGTGTTTCCT 

miR-499b-5p Forward CAGACAGACTTGCTGTGATG 

miR-378a-5p Forward TCCTGACTCCAGGTCCT 

 

 


