
Table S1. Primers used for real-time PCR 

Gene 

Name Sense (5＇to 3＇) Anti-sense(5＇to 3＇) 

MSTN GCTGTAACCTTCCCAGAACCA CAATCAAGCCCAAAATCTCTCC 

TET1 CAAAACCAGGTGGCGCTTG GCAGGCTCTGTTTTATTTCCAC 

TET2 AACCAAGCAAATGCGTTCCC TGGATCCAGGCTCGACCTTA 

TET3 CCTACGGTGGTGCTGAGTTT ATACTCCTTGGGGCCTGGAT 

SMAD3 GGAAAAAGGGCGAGCAGAAC GGGATGGTGATGCACTTGGT 

MyoD TGACCCGTGTTTCGACTCC GCAGGGAAGTGCGAGTGTT 

MyoG CGAGTGCCCCTTGAAGACA CCGACTTCCTCTTACACACCTTACA 

PAX3 CAAAGCTTACAGAGGCCCGA GGTCTCTGACAGCTGGTACG 

PAX7 GTGCCCTCAGTGAGTTCGAT CTGACTCCACATCTGAGCCC 

MYF5 GCGGAGACGCCTGAAGAA CATGATAGATGAGCCTGGAAC 

GAPDH AAATGGTGAAGGTCGGTGTGAAC CAACAATCTCCACTTTGCCACTG 

 

 

 

 

 

 

 

 

 



Table S2. Primers used for MeDIP-qPCR 

Gene 

Name Sense (5＇to 3＇) Anti-sense(5＇to 3＇) 

MEMyD CTGAGGCTGGGCAAAGCCAG CTGTTGCAAAGTTGCAGAGA 

MEyoG TCGAGTGCCCCTTGAAGACA GGTCCACAGACACCGACTTC 

MEPAX3 GCCTTTTTGGGGAGGGACTC GGCAGCTTCGCTTGGAAATTAT 

MMyoD GAGGGGACCCCAAAGTCAGC CGGGCACACTCTCCAAATTTCT 

MMyoG GCATGGGAGCCAGCTAGGGG CCCCCTCTAAGCTGTTGCTG 

MPAX3 TAAGGCCCTGAATACCTCGC TTGGTAAGTGCCAGCGAACT 

MPAX7 TTTTATTGTATCTGGCCTCCAGCG GAGTCCTGGGGGCGAAACG 

 

 

 

Table S3. Primers used for ChIP- qPCR 

Gene 

Name 
Sense (5＇to 3＇) Anti-sense(5＇to 3＇) 

ChTET1 ACAAGCACCAAGTCACCACT GCTATTGAGATGGAAAAATCACACA 

 

 

 



 

Figure S1. Isolation and identification of the muscle satellite cells from the MSTN 

mutant and wild-type cattle. (A) Percentages of positive cells for CD34, CD90 and 

CD105, respectively, determined by flow cytometry in muscle derived cells. (B) 

Adipogenic differentiation and oil red O staining of wild type (A) and MSTN mutant 

(B) satellite cells, results showed a decrease in lipid droplet formation after MSTN 

mutant. (C) Osteogenic differentiation and indocyanin staining of wild type and 

MSTN mutant satellite cells, results showed a increase in calcium formation after 

MSTN mutant. WT: wild type; MT: MSTN mutant. 

 

 

 

 

 

 



 

Figure S2. SMAD2/SMAD3 combined with the promoter of TET1. A) The motif of 

SMAD2/SMAD3/SMAD4 and the predicted results for the combination of 

SMAD2/SMAD3/SMAD4 with the promoter of TET1. B) Amplification of TET1 by 

SMAD2/SMAD3 combination. More TET1 was amplificated with the same amount 

of ChIP-DNA after MSTN mutant. 

 

 

 

 

 

 



 

Figure S3. SMAD3 inhibited TET1 expression. (A) Expression of SMAD3 after MSTN 

mutant in mRNA level. (B,C) Expression of SMAD3 after MSTN mutant in protein 

level. (D) Expression of SMAD3 after overexpression of SMAD3 in mRNA level. (E,F) 

Expression of SMAD3 after overexpression of SMAD3 in protein level. (G) 

Expression of TET1 after overexpression of SMAD3 in mRNA level. (H,I) Expression 

of TET1 after overexpression of SMAD3 in protein level. 

 

 

 

 

 

 

 

 



 

Figure S4. Vectors used for SMAD3 overexpression (A) and TET1 overexpression (B). 

 

 


