[ Included ] [ Eligibility ] [ Screening ] {Idenﬁﬁcation}

388 of records identified through
database screening

0 of additional records identified
through other sources

! |

360 of records after duplicates removed

!

!

assessed for eligibility

!

8 of studies included in
qualitative synthesis

!

8 of studies included in
quantitative synthesis
(meta-analysis)

45 of records screened |F—>

315 of records excluded

8 of full-text articles
—>

37 of full-text articles
excluded, with reasons




A Hazard Ratio Hazard Ratio
_Study or Subgroup _log[Hazard Ratio] SE Weight IV.Random.95%Cl  IV.Random.95%Cl
2100
Sun 2017 -0.2774 0.1364 16.5% 0.76 [0.58, 0.99] ~
Zhang 2018 0.7034 02744 14.0% 2.02[1.18, 3.46] —
Zhang 2019 0.6631 0.4989 9.5% 1.94[0.73, 5.16] T
Zheng 2019 0.8974 0.1871 15.7% 2.45[1.70, 3.54] S
Subtotal (95% CI) 55.6% 1.60 [0.78, 3.27] o
Heterogeneity: Tau? = 0.45; Chi2 = 30.29, df = 3 (P < 0.00001); I2 = 90%
Test for overall effect: Z = 1.29 (P = 0.20)
<100
Chen 2020 1.0499 0.4964 9.5% 2.86 [1.08, 7.56] .
Lu 2020 0.5969 0.2244 15.0% 1.82[1.17, 2.82] =
Sun 2018 0.9277 05159 9.2% 2.53[0.92, 6.95] i
Wang 2020 0.5092 0.4346 10.7% 1.66 [0.71, 3.90] T
Subtotal (95% Cl) 44.4% 1.97 [1.40, 2.77] <&
Heterogeneity: Tau? = 0.00; Chi? = 1.08, df =3 (P = 0.78); I>= 0%
Test for overall effect: Z = 3.88 (P = 0.0001)
Total (95% Cl) 100.0% 1.80 [1.15, 2.80] <>
Heterogeneity: Tau? = 0.29; Chi? = 36.34, df = 7 (P < 0.00001); I = 81% ’0_0 p of p ; 1‘0 p 00‘

Test for overall effect: Z = 2.58 (P = 0.010)
Test for subaroup differences: Chiz = 0.26. df = 1 (P = 0.61). 2= 0%
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Chen 2020 1.0499 0.4964 9.5% 2.86 [1.08, 7.56]
Wang 2020 0.5092 0.4346 10.7% 1.66 [0.71, 3.90]
Zhang 2018 0.6631 0.4989 9.5% 1.94[0.73, 5.16]
Zhang 2019 0.7034 0.2744 14.0% 2.02[1.18, 3.46]
Subtotal (95% CI) 43.7% 2.04 [1.39, 2.98]

Heterogeneity: Tau? = 0.00; Chi? = 0.69, df = 3 (P = 0.88); 1> = 0%
Test for overall effect: Z = 3.67 (P = 0.0002)

<60

Lu 2020 0.5969 0.2244 15.0% 1.82[1.17, 2.82]
Sun 2017 -0.2774 0.1364 16.5% 0.76 [0.58, 0.99]
Sun 2018 0.9277 0.5159 9.2% 2.53[0.92, 6.95]
Zheng 2019 0.8974 0.1871 15.7% 2.45[1.70, 3.54]
Subtotal (95% CI) 56.3% 1.63 [0.82, 3.25]

Heterogeneity: Tau? = 0.42; Chi? = 31.04, df = 3 (P < 0.00001); I> = 90%
Test for overall effect: Z = 1.40 (P = 0.16)

Total (95% Cl) 100.0% 1.80 [1.15, 2.80]
Heterogeneity: Tau? = 0.29; Chi? = 36.34, df = 7 (P < 0.00001); I> = 81%

Test for overall effect: Z = 2.58 (P = 0.010)

Test for subaroup differences: Chi? = 0.30. df = 1 (P = 0.58). I = 0%
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Test for overall effect: Z = 2.58 (P = 0.010)

Test for subaroun differences: Chi? = 0.54. df = 1 (P = 0.46). I? = 0%
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B Hazard Ratio Hazard Ratio
Study or Subgroup log[Hazard Ratio] SE_Weight 1V, Random, 95% CI IV, Random, 95% CI
OS reported
Sun 2017 -0.24846 0.136397 16.7% 0.78 [0.60, 1.02] ™
Sun 2018 0.928219 0.515848  9.1% 2.53[0.92, 6.95] T
Zhang 2019 0.703098 0.274427 14.0% 2.02[1.18, 3.46] -
Subtotal (95% Cl) 39.8% 1.46 [0.65, 3.28] N
Heterogeneity: Tau? = 0.41; Chi? = 13.12, df =2 (P = 0.001); I*> = 85%
Test for overall effect: Z = 0.93 (P = 0.35)
OS curve
Chen 2020 0.598837 0.224422 15.1% 1.82[1.17, 2.83] -
Lu 2020 0.506818 0.434558 10.6% 1.66 [0.71, 3.89] T
Wang 2020 0.667829 0.49889 9.4% 1.95[0.73, 5.18] T
Zhang 2018 0.900161 0.187117 15.8% 2.46 [1.70, 3.55] -
Zheng 2019 1.047319 0.496406 9.4% 2.85[1.08, 7.54] -
Subtotal (95% CI) 60.2%  2.15[1.67,2.76] L 4
Heterogeneity: Tau? = 0.00; Chi*=1.78, df = 4 (P = 0.78); I? = 0%
Test for overall effect: Z =6.01 (P < 0.00001)
Total (95% Cl) 100.0%  1.80[1.17,2.78] 4
e 2 = . Chiz = = .12 = 809 ; + + i

Heterogeneity: Tau? = 0.28; Chi? = 34.55, df = 7 (P < 0.0001); I* = 80% 0.01 01 1 10 100
Test for overall effect: Z = 2.65 (P = 0.008) Low expression High expression
Test for subaroup differences: Chi? =0.79. df =1 (P = 0.37). I? = 0%

D Hazard Ratio Hazard Ratio

r T log[Hazard Rati E_Weight IV, Random. 95% CI IV, Ran % Cl

Median

Lu 2020 0.598837 0.224422 15.0% 1.82[1.17, 2.83] -

Zhang 2018 0.667829 0.49889 9.5% 1.95[0.73, 5.18] T

Zhang 2019 0.703098 0.274427 14.0% 2.02[1.18, 3.46] -

Zheng 2019 0.900161 0.187117 15.7% 2.46 [1.70, 3.55] -

Subtotal (95% Cl) 54.1% 2.13[1.67, 2.71] ’

Heterogeneity: Tau? = 0.00; Chi? = 1.15, df = 3 (P = 0.76); I? = 0%

Test for overall effect: Z =6.12 (P < 0.00001)

Mean

Chen 2020 1.0499 0.4964 9.5% 2.86 [1.08, 7.56] -

Sun 2017 -0.2774 0.1364 16.5% 0.76 [0.58, 0.99] ™

Sun 2018 09277 05159 9.2% 2.53[0.92, 6.95] T

Wang 2020 0.5092 04346 10.7% 1.66 [0.71, 3.90] I

Subtotal (95% ClI) 45.9% 1.58 [0.74, 3.37] D

Heterogeneity: Tau? = 0.44; Chi? = 12.92, df = 3 (P = 0.005); I*=77%

Test for overall effect: Z=1.19 (P = 0.24)

Total (95% Cl) 100.0% 1.80 [1.15, 2.81] <>

iy Tau? = 0.30: Chi2 = - 2= 819 ' + + !
Heterogeneity: Tau? = 0.30; Chi* = 36.46, df = 7 (P < 0.00001); I> = 81% 0.01 01 1 10 100
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Hazard Ratio

IV, Fixed, 95% CI

Hazard Ratio
IV, Fixed, 95% CI

Study or Subgroup log[Hazard Ratio] SE Weight
1.8.1 New Subgroup

Chen 2020 1.047319 0.4964056 5.1%
Lu 2020 0.5988365 0.2244217 25.2%
Sun 2017 -0.2484614 0.1363972 0.0%
Sun 2018 0.9282193 0.5158477 4.8%
Wang 2020 0.5068176 0.4345579 6.7%
Zhang 2018 0.6678294 0.4988896 5.1%
Zhang 2019 0.7030975 0.2744271 16.8%
Zheng 2019 0.9001614 0.187117 36.2%
Subtotal (95% CI) 100.0%

Heterogeneity: Chi?=1.93,df =6 (P =0.93); I?’=0%
Test for overall effect: Z = 6.76 (P < 0.00001)

Total (95% CI)

Heterogeneity: Chi?=1.93,df =6 (P = 0.93); I?’=0%
Test for overall effect: Z=6.76 (P < 0.00001)

Test for subaroup differences: Not abplicable

100.0%

2.85 [1.08, 7.54]
1.82[1.17, 2.83]
0.78 [0.60, 1.02]
2.53 [0.92, 6.95]
1.66 [0.71, 3.89]
1.95[0.73, 5.18]
2.02[1.18, 3.46]

2.46 [1.70, 3.55]
2.14 [1.72, 2.67]

2.14 [1.72, 2.67]

—-
A
-
¢

¢

0.1 1

Low Expression

10
High Expression

100



HNSC

KIRC

LIHC

LUAD

PRAD

READ

STAD

©
&3
>
=
>
7]
v

Cumulative Survival

0.2

Cumulative Survival

0.2

Cumulative Survival

0.0 0.2

Cumulative Survival

0.0 0.2

Cumulative Survival

0.0 0.2

Cumulative Survival

0.2

1.0

0.8

0.4 0.6

0.2

0.0

0.6 0.8 1.0

0.4

0.0

1.0

0.8

0.6

0.4

0.0

08 1.0

0.6

0.4

1.0

0.8

0.6

0.4

1.0

0.6 0.8

0.4

1.0

04 06 0.8

0.0

B cell CD8+ T cell
— LiLow Gene Expression + Low Neutrophil TIMER 2 — LiLow Gene Expression + Low Macrophage_TIMER
= 2:Low Gene Expression + High Neutrophil_TIMER — = 2:Low Gene Expression + High Macrophage_TIMER
— 3:High Gene Expression + Low Neutrophil TIMER — 3iHigh Gene Expression + Low Macrophage TIMER
= High Gene Expression + High Neutrophil TIMER = ZHigh Gene Expression + High Macrophage, TIMER
—
5 2
z°
™
2
> ©
h S
o
2
b=
B 3
o
=
O S
25 1: HR=0.707, p = 0,048 o | 2wsnHR-113,p-048s
Vs 3: HR=075,p = 0132 2 | 4vs3HR=12.p - 0.355
T T T T © T T T T
0 50 100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months)
o
— Ltow Gene capresson + Low Tcell COU THER > — LiLow Gene Expression + Low B cell TIMER
¥ xpression + High T cell CD4+_TIMER — = 2:Low Gene Expression + High B cell TIMER
= Shigh Gene Expression + Low T cell oA +TIMER —— 3:Figh Gene Expression + Low B cell TIMER
—— ZHigh Gene Expression + High T cell CD4+TIMER — Z:High Gene Expression + High B cel TMER
— ©
3 @d
z°
S5 ©
" S
1
=
5
® 3
£
SN
O S
14,p = 0539
= 691, p = 0.0625
T T o T T T T
100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months)
— LiLow Gene Expression + Low Neutrophil TIMER S — LiLow Gene Expression + Low Macrophage_TIMER
— 1 Low Gene Expression + High Neutrophil_TIMER — — 2 I.ew Gene Expression + High Macrophage ] T|MER
= 3iHigh Gene Expression + Low Neutraphi TIMER " 3'High Gene Expression + Low Macraphage.TI
— 4 High Gene Expression + High Neutrophil_TIMER — 4 H\vh Gene Expression + High Macrophage_T TIMER
—
= 2
2 °
3 ©
O S
o
2
5
B 3
3
£
=)
— O S
25 1: HR=1.68. p = 00188 o | 2vsuHR-177.p- 000047
Vs 3: HRZ152, p = 00741 2 | 4vsnnR-126,p-
T T T T T T © T T T T T T T
0 20 40 60 80 100 120 0 20 40 60 80 100 120
Time to Follow-Up (months) Time to Follow-Up (months)
o
— LiLow Gene Expression + Low B cell TIMER 2 — 1iLow Gene Expression + Low Neutrophil TMER
= 2:Low Gene Expression + High B cell TIMER — = 2:Low Gene Expression + High Neutrophil_TIMER
" 3iHigh Gene Expression + Low B cel TIMER = 3iHigh Gene Expression + Low Neutrophi_TIMER
— High Gene Expression + High B ceiLTIMER — :High Gene Expression + High NeutrophiL TIMER
— ©
5 @
2 °
>
2
S5 ©
[
o
2
b=
® 3
g _._l
=) ——
O S
245 1:HR=0777,
R
T T T © T T T T
50 100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months)
)
Low Neutrophil TIMER > w Macrophage TIMER
ohil TIMER = o ocrophoge T
ligh Low Neutrophil TIMER w Macrophage_TIMER
:High Gene Expression | High Neutrophil TIMER 1o Gene Expression + [igh Macraphate. TIMER
-
= 2
> ° _—
———t 2 —
> © |
s
o
2
b=
B 2
g
3 N
O 51
45009, p = 0.999
378, p - 0.262 =
T T T T o T T T T
0 50 100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months)
o
LiLow Gene Expression + Low Neutrophil TIMER ? ] — 1iLow Gene Expression + Low Macrophage_TIMER
2:Low Gene Expression + High Neutrophil TIMER — 2:Low Gene Expression + High Macrophage, TIMER
[ 3:High Gene Expression + Low NeutrophiL TIMER T | 3:High Gene Expression + Low Macrophage_TIMER
1:High Gene Expression + High Neutrophil TIMER — [f:Hiah Gene Expression + High Macrophage TIMER
— ®
3 &4
2 °
S ©
D S
o
2
S
° 3
g
S~
Vs
o | 2vsumr-155p-0s33
s 2 | dvesinRa127p o071
T T T T T T T < T T T T T T T
0 20 40 60 80 100 120 0 20 40 60 80 100 120
Time to Follow-Up (months) Time to Follow-Up (months)
o
— LiLow Gene Expression + Low Neutrophil TIMER 4 1 .Low Gene Expression + Low Macrophage_TIMER
=== 2:Low Gene Expression + High Neutrophil TIMER — — Z Low Gene Expression + High Macrophage_TIMER
=== 3:High Gene Expression + Low Neutrophil_TIMER — ligh Gene Expression + Low Macrophage_TIMER
— ZiHigh Gene Expression + High Neutrophil_TIMER o Cone Exbression + High Macraphase TMER
—
s 2
2 °
3 O
(2] O |
o
2
— b=
B 3
g
S N
. { |
o o
o | 2v1mR-149,p- 00885
2 Gvesimrets 0148
T T T T < T T T T T T T
60 80 100 120 0 20 40 60 80 100 120

Time to Follow-Up (months)

Time to Follow-Up (months)

Cumulative Survival

0.2

Cumulative Survival

0.2

Cumulative Survival

0.2

Cumulative Survival

0.0 0.2

Cumulative Survival

0.2

Cumulative Survival

0.0 0.2

Cumulative Survival

0.2

1.0

0.8

0.0 0.4 0.6

0.6 0.8 1.0

0.4

0.0

1.0

0.6 0.8

0.4

0.0

0.6 08 1.0

0.4

0.6 0.8 1.0

0.4

0.0

1.0

0.6 0.8

0.4

1.0

0.8

0.4 0.6

0.0

CD4+ T cell Macrophage Neutrophil
— JiLow Gene Expresson + Low Myclold dendric cll TMER 2 — LiLow Gene Expression + Low B cll TMER 2 — LiLow Gene Expression + Low T cell DA+ TIMER
= 2:Low Gene Expression + High Myeloid dendritic cell_TIMER — — 2 Low Gene Express\on + High B cell_TIMER — w==2:Low Gene Expression + High T cell CD4+_TIMER
— 3:High Gene Expression + Low Myelold dendritc cell TIMER — Expression + Low B cell TIMER — 3:High Gene Expression + Low T cell CD4.+_TIMER
T 2igh Gene Exprescion + High Myelod dendritc cell TMER o Cene Eebrestion ¥ Figh o'cel TER = ZHigh Gene Expression + High T cell CD44_ TMER
— — ©
© s © s 7
z° z°
2 &
> © | > © |
v o v o
o o
= =
=1
s I 8 2
3 3
SN S o~
O S O ST
245 1:HR=139 2 s 1: HR=0.859, p = 0.375
4vs 3 HR=11, = Q | ivs3im-0916.p- 0643
T T T T T © T T T T © T T T T
0 20 40 60 80 0 50 100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months) Time to Follow-Up (months)
— LiowGene Expression + Low europni TR 2 — Litow Gene Expression + Low Macrophage, TMER < ' LiLow Gene Expression + Low Myeloid dendritc cell TMER
— 2L Expression + High Neutrophil TIMER — = 2:Low Gene Expression + High Macrophage_TIMER — Low Gene Expression + High Myeloid dendritic cell TIMER
S Gene Expression & Low NeatrophITHER = 3:Figh Gene Expression + Low Macrophage_TIMER —— 3iHigh Gene Expression + Low Myelold denaritc cel TIMER
= Z:High Gene Expression + High Neutrophil TIMER = Z:High Gene Expression + High Macrophage. TMER High Gene Expression + High Myeloid dendritc cell TMER
— 0 —
© s © |
z° z°
2 e | 2 9|
“ o v o
g g
83 g3
= = &
SN S~
O S 3 S
248 1:HR=123,p = 0.321 o 11,p=0618 o | zmipmesrpoons
V53 HR=0.858. p = 0.433 = 626, p = 0.0199 S o svammor
T T T T T T T T T T
0 50 100 150 50 100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months) Time to Follow-Up (months)
— TiLow Gene Expression + Low Myeloid dendriic cell TIMER ‘j 4 — LLow Gene Expression + Low T cell CD3+ TIMER 3 | — LiLow Gene Expression + Low T cell CDA+_TIMER
— 21w Gene Expresion + High Myelod dencrle cel THER — ZLow Gene Expresson + Hon T cell COB TER — Ziow Gerne Expression + High T cell OG- THER
= 3iHigh Gene Expresslon + Low Myeloid dendritc cell TMER = 3i¥igh Gene Expression + Low T cell CDB.+_TIMER == 5high Gene Expression + Low T cell CDA~-
= 4:High Gene Expression + High Myeloid dendritic cell_TIMER -— 4 quh Gene Expression + High T cell CD8+_TIMER — 4] Hluh Gene Expression + High T cell CD4+_ T\MER
— —
© s | © .~
2 ° 2 °
2 2
29| 29|
v o w o
$ $
b= =}
B 3 B 2
g g
S N S o~
O g1 3 S
iva 3 Roton s bas © | Vi hlos O | iVi3icosr.p~osa0r
VS 3: HR=103, p = > 2 | GveaiwrZorp-

T T T T T T T © T T T T T © T T T T T T T
0 20 40 60 80 100 120 0 20 40 60 80 100 120 0 20 40 60 80 100 120
Time to Follow-Up (months) Time to Follow-Up (months) Time to Follow-Up (months)

— LiLow Gene Expression + Low Macrophage_TIMER Qd = LiLow Gene Expression + Low Myeloid dendritc cell TMER G — LiLow Gene Expression + Low T cell CDB+ TIMER
= 2:Low Gene Expression + High Macrophage_TIMER — = 2:Low Gene Expression + High Myeloid dendritic cell_TIMER — « 2:Low Gene Expression + High T cell CD8+_TIMER
= 3iHigh Gene Expression + Low Macrophage_TIMER = 3:High Gene Expression + Low Myelold dendritc cel TIMER = 3:High Gene Expression + Low T cell COB+_TIMER
— &:High Gene Expression + High Macrophage_TIMER — :High Gene Expresslon + High Myeloid dendritic cell TIMER — Z:High Gene Expression + High T cell CDB - TIMER
_— —
© s © s 7
z° > °
2 2
29| 29|
w s 0w s
143 43
2 >
b= =]
B I B I
g g
3 N 3 N
O 51 3 3
2vs 1 HR=102, p = 0.925
i e Q | GlsiMRoL07p-oas
T T T T o T T T © T T T T
0 50 100 150 50 100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months) Time to Follow-Up (months)
oty erctc ol THER 2 Cow T cel COB+_TIMER 2 Low T cel CD&+ TIHER
o I_TIME = igh T cell CDB4_TIMER = h T cell CD&+ TIMER
3:Hig Xpres: mddendrm((eﬂ T\MER {tow T cell CD8+_TIMER figh Gené Ssion HlLow T cell CD4+ TIMER
A Gene Expreccih oid dendriic cell TIMER Lilgh T cell CD 4 TIMER Ih Gene Expression -pigh T cell CDA7_TIMER
- —_
© s © s |
2 ° 2 °
2 L | 2
3 @ d =3 RD' 4 —
LY LAY
H — 2
=1 S
s 3 5 2
g g
3 N 35 N
O S O S
245 1: HR=195€ 09, p = 0999 o 516.09,p = 099 o | 2vsiHR-0667.p=0732
4vas:Hnmosesp- o266 34 08, p = 0.9 ? | 4ve3iHrZ0s8, p - 0.
T T T o T T o T T T T
0 50 100 150 0 50 100 150 0 50 100 150
Time to Follow-Up (months) Time to Follow-Up (months) Time to Follow-Up (months)
— iLow Gene Expression + Low Myelod denrtc cell TMER 2 LiLow Gene Expression + Low T cell COB+_TIMER e — LLow Gene Expression + Low T cell CDA+_TIMER
—— 2:Low Gene Expression + High Myeloid dendritic ceil_TIMER — 2:Low Gene Expmss\nn + HIgnTce\ICDM- TIMER — = 2:Low Gene Expression + High T cell cm+ TIMER
= 3iHigh Gene Expression + Low Myeloid dendritc cell TMER 3iHigh Gene Exp ow T cell CDB+_TIMER —— 3:High Gene Expression + Low T cell CD4 +_TIMER
== 4:High Gene Expression + High Myeloid dendritic cell TIMER AHigh Gene Expressmn + High T cell CDB+_ TIMER 4:High Gene Expression + High T cell CD4+ TIMER
- — @
© 5 | o |
2z ° 2 °
= nl . I
> | 44
v o v o
g 2
= I S
® - s ZA
g g
S~ S~
© & Y
248 1i HR=177,p = 0.0784 215 1: HR=0.969, p = 0.957
4visimncoztilp ~ozse g, g_ s 3: HRA121,p = 0.769
T T T T T T T T T T T T T T T
0 50 100 150 0 20 40 60 80 100 120 0 20 40 60 80 100 120
Time to Follow-Up (months) Time to Follow-Up (months) Time to Follow-Up (months)
— L.Low Gene Expression + Low Myeloid dendritc cell TIMER SE — L.Low Gene Expression + Low T cell CDa+ TIMER & — LLow Gene Expression + Low T cell CD&+ TIMER
== 2:Low Gene Expression + High Myeloid dendritic cell_TIMER — === 2:Low Gene Expression + High T cell CD8+_TIMER — w 2:Low Gene Expression + High T cell CD4+_TIMER
=== 3:High Gene Expression + Low Myeloid dendritic cell_TIMER 3:High Gene Expression + Low T cell CD8+_TIMER — i
=== 4:High Gene Expression + High Myeloid dendritic cell TIMER =] 4:High Gene Expression + High T cell CD8+_TIMER = 4:High Gene Expression + High T cell CD4+_TIMER
— —
© 5 © 5 7
2 ° 2 °
c c
> O 3> O
> N >
o v g
$ $
= b=}
B - I B 2
g g
3 ™~ =N
O S O 31
245 1:HR=1.04,p = 0.875 28 1: HR=1.09,
4V 3: HR=1.09, p = 0.688 g- g_ s 3: HR=127,
T T T T T T T T T T T T T T T T T T
0 20 40 60 80 100 120 0 20 40 60 80 100 120 0 20 40 60 80 100 120

Time to Follow-Up (months)

Time to Follow-Up (months)

Time to Follow-Up (months)

Cumulative Survival

0.2

Cumulative Survival

0.2

Cumulative Survival

0.2

Cumulative Survival

0.0 0.2

Cumulative Survival

0.2

Cumulative Survival

0.0 0.2

Cumulative Survival

0.2

1.0

0.8

04 0.6

0.6 0.8 1.0

0.4

0.0

1.0

0.6 0.8

0.4

0.0

06 08 1.0

0.4

1.0

0.8

0.6

0.4

0.0

1.0

0.8

0.6

0.4

1.0

0.8

0.4 0.6

Dendritic Cell

2vs 1: HR=1.02, p = 0.906
4vs 3 Hi

= LiLow Gene Expression + Low T cell CDB +_TIMER
~— 2iLow Gene Expression + High T cell CDB+_TIMER
igh Gene Expression + Low T cell CDB+_TIMER
Z &High Gene Expression + High T cell CDB £, TIMER

454

16.p

0

T T T
50 100 150
Time to Follow-Up (months)

2vs 1: HR=1.08,

= LiLow Gene Expression + Low T cell CD8+ TIMER

Low Gene Expression + High T cell CD8+_TIMER
—— 3iHigh Gene Expression + Low T cell CD8+_TIMER
= 4:High Gene Expression + High T cell CDB+ TIMER

Y 3 HR=0.908 p = 00763

T
0

T T
50 100 150

Time to Follow-Up (months)

2vs 1: HR=0.846. p = 0.459
4vs3: HR=0.951, p = 0.824

= LiLow Gene Expression + Low B cell TIMER
— ZiLow Gens Expresson + High B cel TMER
—— 3:High Gene Expression + Low B cell Tl

. 4iigh Gene Expression + High B cell TER

T T T T T T
20 40 60 80 100 120
Time to Follow-Up (months)

2vs L: Hi
4vs 3: Hi

1:Low Gene Expression + Low T cell CDA+_TIMER
2:Low Gene Expression + High T cell CD4-_TIMER
3:High Gene Expression + Low T cell CD4+_TIMER
4:High Gene Expression + High T cell CD4+_TIMER

.858, p = 0.428
866, p = 0.502

o

T T T
50 100 150

Time to Follow-Up (months)

fon + Low B cel TMER
Jon.+ High 8 cell TMER

3:High Gene Expregfion + Low B cel|_TIMER

it Hior -+ Hign-t ceirTIER

T T T
50 100 150
Time to Follow-Up (months)

1:Low Gene Expression + Low B cell TIMER
2:Low Gene Expression + High B cell [TIMER
3:High Gene Expression + Low B cell 1

0 Gene Expression + Hah B cel THER

T T T T T T
20 40 60 80 100 120

0
Time to Follow-Up (months)

—— T.Low Gene Expression + Low B cell TMER
= 2:Low Gene EXFNSSID“ + High B cell TIMER
— 3ibigh Gene Expression + Low B cell TIMER
T ion one Exbrescion + High o cal TMER

275 1: HR=0994, p = 0,979

s 3 HR=127, p = 0.347

T T T T T T T

0 20 40 60 80 100 120

Time to Follow-Up (months)



Table S1. Characteristics of studies in this meta-analysis

LncRNA KCNQ1OT1 expression

Study Year Country Cancer  Total Tumor Method Cutof  High High  Low Low Survival  Multivariate HR HR Follow-up  NOS
type stage expression  with expression  with analysis analysis statistic 95% CI) period score
LNM LNM months
Chen[39] 2020 China CRC 79 -1v RT-qPCR Median 42 NA 37 NA oS NA SC 2.85(1.08-7.56) 80 7
Lu[42] 2020 China oC 86 -1v RT-qPCR Median 101 NA 73 NA oS NA SC 1.82(1.17-2.82) 60 7
Sun[43] 2018 China CCA 62 -1v RT-qPCR Mean 31 13 31 27 oS rep SC 2.53(0.92-6.95) 57 7
Sun[44] 2017 China LC 130 -1V RT-qPCR Median 65 33 65 29 oS rep SC 0.78(0.58-0.99) 42 6
Wang[19] 2020 China LC 60 -1v RT-qPCR NA 30 25 30 15 oS NA SC 1.66(0.71-3.90) 60 7
Zhang[18] 2019 China COAD 435 -1V RT-qPCR NA 43 11 392 141 oS rep SC 2.02(1.18-3.46) 60 7
Zhang[17] 2018 China TC 102 -1v RT-gPCR Median 43 24 59 24 oS NA SC 1.95(0.73-5.16) 80 6
Zheng[16] 2019 China LC 200 -1v RT-gPCR Mean 107 63 93 10 oS NA SC 2.46(1.70-3.54) 60 7
Abbreviations:

CRC: colorectal cancer; OC: ovarian cancer ;CCA: Cholangiocarcinoma ;LC: Lung cancer; COAD: Colon adenocarcinoma; TC: Tongue cancer; CI: confidence interval;

HR: hazard ratio; LNM: lymph node metastasis; NA: no report; OS: overall survival; Rep: report; RT-qPCR: real-time quantitative polymerase chain reaction; SC:

survival curve;;BC :breast cancer ;NOS: Newcastle-Ottawa scale



Table S2. Study quality was assessed according to the Newcastle-Ottawa Scale

selection comparability outcome
study Ascertainment total
Adequacy of Number of Representativeness  Ascertainment of Ascertainment Assessment
of detection Adequate follow up
case definition case of the cases exposure of cut-off of outcome
method
Chen[39] 1 1 1 1 0 1 1 1 7
Lu[42] 1 1 1 0 1 1 1 1 7
Sun[43] 1 1 1 1 1 1 1 0 7
Sun[44] 1 1 1 1 1 1 1 0 6
Wang[19] 1 1 1 0 1 0 1 1 7
Zhang[18] 1 1 1 0 1 0 1 1 7
Zhang[17] 1 1 0 1 1 0 1 0 6
Zheng[16] 1 1 0 1 1 1 1 1 7
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