










 

 

 

Table S1. Characteristics of studies in this meta-analysis 

 

Abbreviations:  

CRC: colorectal cancer; OC: ovarian cancer ;CCA: Cholangiocarcinoma ;LC: Lung cancer; COAD: Colon adenocarcinoma; TC: Tongue cancer; CI: confidence interval; 

HR: hazard ratio; LNM: lymph node metastasis; NA: no report; OS: overall survival; Rep: report; RT-qPCR: real-time quantitative polymerase chain reaction; SC: 

survival curve;;BC :breast cancer ;NOS: Newcastle-Ottawa scale 
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Chen[39] 2020 China CRC 79 I–IV RT-qPCR Median 42 NA 37 NA OS NA SC 2.85(1.08-7.56) 80 7 

Lu[42] 2020 China OC 86 I–IV RT-qPCR Median 101 NA 73 NA OS NA SC 1.82(1.17-2.82) 60 7 

Sun[43] 2018 China CCA 62 I–IV RT-qPCR Mean 31 13 31 27 OS rep SC 2.53(0.92-6.95) 57 7 

Sun[44] 2017 China LC 130 I–IV RT-qPCR Median 65 33 65 29 OS rep SC 0.78(0.58-0.99） 42 6 

Wang[19] 2020 China LC 60 I–IV RT-qPCR NA 30 25 30 15 OS NA SC 1.66(0.71-3.90) 60 7 

Zhang[18] 2019 China COAD 435 I–IV RT-qPCR NA 43 11 392 141 OS rep SC 2.02(1.18-3.46） 60 7 

Zhang[17] 2018 China TC 102 I–IV RT-qPCR Median 43 24 59 24 OS NA SC 1.95(0.73-5.16) 80 6 

Zheng[16] 2019 China LC 200 I–IV RT-qPCR Mean 107 63 93 10 OS NA SC 2.46(1.70-3.54) 60 7 



 

 

 

Table S2. Study quality was assessed according to the Newcastle-Ottawa Scale 
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Chen[39] 1 1 1 1 0 1 1 1 7 

Lu[42] 1 1 1 0 1 1 1 1 7 

Sun[43] 1 1 1 1 1 1 1 0 7 

Sun[44] 1 1 1 1 1 1 1 0 6 

Wang[19] 1 1 1 0 1 0 1 1 7 

Zhang[18] 1 1 1 0 1 0 1 1 7 

Zhang[17] 1 1 0 1 1 0 1 0 6 

Zheng[16] 1 1 0 1 1 1 1 1 7 
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