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Figure S1. Topology diagram of the MyRF ICA domain.
The topology diagram gives an overview of the consecutive secondary structure elements found in the

MyRF ICA domain.



Figure S2. The hydrogen bonds were formed at the top of the “donut” which was formed of the $3-4

and B1-B2 strands in MyRF.
E620, S624 of the helix a2 (between the stands of 1 and p2) and A658, V656 of the loop (between the

stands of f3a and B3b) were represented as sticks. The hydrogen bonds were formed between them and
were showed as the yellow lines.



Spectrum from 2.wiff (sample 2) - R1480, +TOF MS (608 - 3800) from 3.447 to 6.157 min
Reconstruction, Input spectrum isotope resolution: Very low (1000)
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Figure S3. Mass Spectrometric Analysis of MyRF,, (351-717) product
The result of MALDI-TOF-Mass spectrometry shows the molecular weight of MyRF DBD after auto-

cleavage which matches the sequence 351-586 of MyRF (plus his tag and the linker residues) with

calculated MW 29, 477 Dalton.




Spectrum from 200710.wiff (sample 2) - R1699, +TOF MS (608 - 3800) from 4.082 to 4.185 min
Reconstruction, Input m/z: 638.0 to 2033.7 Da, Input spectrum isotope resolution: Very low (1000)
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Figure S4. Mass Spectrometric Analysis of MyRFY yeisagye17a product
The result of MALDI-TOF-Mass spectrometry shows the molecular weight of MyRF DBD after auto-

cleavage which matches the sequence 351-611 and 351-620 of MyRF (plus his tag and the linker residues)

with calculated MW 32,486 Dalton and 33,488 Dalton.




