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Erratum

CircCCNBI silencing acting as a miR-106b-5p sponge
inhibited GPM6A expression to promote HCC
progression by enhancing DYNCII1 expression and
activating the AKT/ERK signaling pathway: Erratum
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Correction 1

In Figure 1A, the number of S1.sheet 15 and S1.sheet 19 was wrong, the correct number was S2.sheet 15 and
S2.sheet 19, respectively. The correct picture is displayed below.
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Figure A. Corrected original Figure 1A.

Correction 2

In Figure 3F, the sign (*) of significant difference is not marked in the proper position, the correct picture is
displayed below.

80.00

HCCLM3
*

60,00~ *k

Azide 488 positive rate (%)

Figure B. Corrected original Figure 3F.

Correction 3

In Figure 5E, the circCCNB1’s picture of HepG2 cell, which did not match the other three pictures
(miR-106b-5p, Hoechst, and merged), was misused. The correct picture is displayed below.
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Figure C. Corrected original Figure 5E.

Correction 4

In Figure S4E of the Supplementary figures and tables file (S1), the signs (*) of significant difference are not
marked in the proper position. The correct picture is displayed below.
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Figure D. Corrected original Figure S4E.
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