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Supplementary figure

Figure S1. NTF4 expression is associated with the prognosis of patients with breast cancer
(A) RNA-seq screening of the expression of NTF4 in normal breast tissues (BN), adjacent normal tissues (BA), breast cancer tissues (BrCa),
and metastatic breast tissue (BrCa-M). (B) Kaplan-Meier curves of OS and DMFS of breast cancer patients with high or low NTF4

expression. Data are presented as the mean+SD. (C) The area under the ROC curve of NTF4 in breast cancer.

Figure S2. Kaplan-Meier curves of OS and RFS of breast cancer patients with high or low NTF4 expression in different molecular

subtypes. Data are presented as the mean+SD. (https://kmplot.com/analysis/)

Figure S3. Kaplan-Meier curves of OS and RFS of breast cancer patients with high or low NTF4 expression in different pathological

grading. Data are presented as the mean+SD. (https://kmplot.com/analysis/)

Figure S4. Representative images of H.E.-stained sections of lung metastatic tissues are shown.

Figure S5. NTF4 promotes breast cancer cell metastasis and in vivo

(A) The animal model of metastasis of MDA-MB-231-Luc cells (Ctrl) which targeting brain metastases and bone metastases were
constructed. Brain-M35 refers to the selection of the 5th passage of MDA-MB-231-Luc cells directed to the brain. Bone-M4 refers to the
selection of the 4th passage of MDA-MB-231-Luc cells directed to the bone. QRT-PCR analysis of NTF4 in MDA-MB-231-Luc (Ctrl),
MDA-MB-231-Luc-Brain-M5 (Brain-M5) and MDA-MB-231-Luc-Bone-M4 (Bone-M4). (B) Western blot analysis of NTF4 in MDA-
MB-231-Luc (Ctrl), MDA-MB-231-Luc-Brain-M5 (Brain-M5) and MDA-MB-231-Luc-Bone-M4 (Bone-M4).

Figure S6. NTF4 promotes target genes enriching in PI3K signaling in breast cancer

GSEA analysis revealed that lots of target proteins of NTF4 are enriched in PI3K signaling pathway in breast cancer.

Figure S7. NTF4 promotes EMT by activating PRKDC/AKT pathway
MDA-MB-231 cells stably expressing vector and Flag-NTF4 were treated with or without 10uM PRKDC inhibitor AZD7648, 30uM

AKT inhibitor Afurestertib for 24h and analyzed by migration assays and matrigel-coated invasion assays.

Figure S8. NTF4 promotes EMT by activating PRKDC/AKT pathway
YCCBI cells transfected transiently with siNC and siNTF4 were treated with or without 10uM PRKDC inhibitor AZD7648, 30uM AKT

inhibitor Afurestertib for 24h and analyzed by migration assays and matrigel-coated invasion assays.

Figure S9. NTF4 promotes EMT by activating ANXA1 pathway
MDA-MB-231 cells stably expressing vector and Flag-NTF4 were transfected transiently with siNC or siANXA1 and analyzed by
migration assays and matrigel-coated invasion assays. (B) MDA-MB-231 cells stably expressing vector and Flag-NTF4 transfected

transiently with siNC and siANXA 1 and analyzed by migration assays and matrigel-coated invasion assays.
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