Supplementary information

Supplementary figure legends

Figure S1. The expression patterns of marker genes on t-SNE plot of P1-SC. The
marker genes including ACTA2 and ACTG2 for smooth muscle cells, DCN for
fibroblasts, PDGFRB and NOTCH3 for pericytes, VWF and PECAMI1 for endothelial
cells, ITK and CD2 for T cells, MRC1 for macrophages, and KIT for mast cells. P1-
SC, samples including leiomyoma (P1L-SC), pseudocapsule (P1P-SC) and normal

myometrium (P1N-SC) from patient 1 for snRNA-seq.

Figure S2. The expression patterns of marker genes on t-SNE plot of P2-SC. The
marker genes including ACTA2 and ACTG2 for smooth muscle cells, DCN for
fibroblasts, PDGFRB and NOTCH3 for pericytes, VWF and PECAMI1 for endothelial
cells, CD44 and ZFHX4 for progenitor cells, MRCI for macrophages. P2-SC,
samples including leiomyoma (P2L-SC) and pseudocapsule (P2P-SC) from patient 2

for snRNA-seq.

Figure S3. Single-cell transcriptional profiles of uterine leiomyoma and
surrounding pseudocapsule from patient 1. A. 2D visualization of 15 cell clusters
P1L-SC and P1P-SC on the tSNE plot; B. The original identities of above 15 clusters;

C. 2D visualization of 7 annotated cell types on the tSNE plot of P1L-SC and P1P-SC.

Figure S4. The expression patterns of collagen genes on t-SNE plots of P1-SC.
The distributions of COL1A1, COL1A2, COL3A1, COL4A1, COL5A2, COL6A2,
COL6A3, COL7A1, COL12A1, COL16A1, FN1 and ADAMI19 on t-SNE plot of P1-

SC.

Figure S5. The expression patterns of collagen genes on t-SNE plots of P2-SC.



The distributions of COL1A1, COL1A2, COL3A1, COL4A1, COL5A2, COL6A2,
COL6A3, COL7A1, COL12A1, COL16A1, FN1 and ADAMI19 on t-SNE plot of P2-

SC.

Supplementary table titles

Table S1. The differentially expressed genes in smooth muscle cells between

pseudocapsule and leiomyoma of P1-SC.

Table S2. The differentially expressed genes in smooth muscle cells between

pseudocapsule and leiomyoma of P2-SC.

Table S3. The differentially expressed genes in endothelial cells between

pseudocapsule and leiomyoma of P1-SC.

Table S4. The differentially expressed genes in endothelial cells between

pseudocapsule and leiomyoma of P2-SC.

Table S5. The differentially expressed genes in endothelial cells between normal

myometrium and pseudocapsule of P1-SC.



Figure S1. The expression patterns of marker genes on t-SNE plot of P1-SC.
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Figure S2. The expression patterns of marker genes on t-SNE plot of P2-SC.
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Figure S3. Single-cell transcriptional profiles of uterine leiomyoma and

surrounding pseudocapsule from patient 1.
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Figure S4. The expression patterns of collagen genes on t-SNE plots of P1-SC.

COL1A1 COL3A1 COL4A1
. 50 .
5 5 5
4 4 4
3 3 3
2 2 2
1 1 1
1] 1] 0
-50 -25 0 25 -50-25 0 25 -50-25 0 25 -50 -25 0 25
tSNE_1 tSNE_1 tSNE_1 tSNE_1
COL5A2 COLB6A2 COLBA3 COL7A1
50 ) 50 o 50 .
' k. ey
i 5 8 4 : 5
4 i 3 4
3 3
2 2 2
1 1 1
1] 1] 0
-50 -25 0 25 -50 -25 0 25
tSNE_1 tSNE_1
COL12A1 COL16A1 ADAM19
.. 50
il i,
5 4 5 25
4 3 4
3 2 3
2 2
1 1 1
1] o ; 0
-50-25 0 25 -850 -25 0 25

tSNE_1 tSNE_1

[=TRE S I AU =T S ]

=T S I VI Y



Figure SS. The expression patterns of collagen genes on t-SNE plots of P2-SC.
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