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Table S1. Sequence information used in this study

Name Sequence
SDPR NC 5’- UUCUCCGAACGUGUCACGUTT -3’

SDPR siRNA1 5’-GGGACAACUCACAGGUGAATT-3’
SDPR siRNA2 5’-UCCUCCGACGCAACCAUUUTT-3’
SDPR siRNA3 5’-GCAGUGAGCAGAUGCCAAATT-3’
ERK NC 5’-UUCUCCGAACGUGUCACGUTT-3’
ERK siRNA 5’-GGACCUCAUGGAAACAGAUTT-3’
CPT1ANC 5’- UUCUCCGAACGUGUCACGUTT -3’
CPT1A siRNA 5’-GCCATGAAGCTCTTAGACAAA-3’

Table S2. The gPCR primers used for this study

Gene Primer Sequence GC(%) Tm(°C)
SDPR Forward 5’-CTCCGACGCAACCATTT-3 52.94 55.09
Reverse 5’-CTTTCTTGAGGCTATCCACTT-3’ 42.86 55.30
PPARa Forward 5’-TCGGCGAGGATAGTTCTGGAAGC-3’ 56.52 64.20
Reverse 5°-ACCACAGGATAAGTCACCGAGGAG-3’ 54.17 63.47
ERK Forward 5’-GTACCTGGCAGACATGAACTAT-3’ 45.45 57.59
Reverse 5’-GTATCGTCCTCTAGAAAGCGTG-3’ 50.00 58.38
CPT1A Forward 5’-CTCCGCCTGAGCCATGAAG-3’ 63.16 60.52
Reverse 5’-CACCAGTGATGATGCCATTCT-3’ 47.62 58.35
B-actin Forward 5’-CCTTCCTGGGCATGGAGTC-3’ 63.16 63.16
Reverse 5>-TGATCTTCATTGTGCTGGGTG-3’ 47.62 58.56

Table S3. Information on antibodies used for this study

Antibody Cat. No. wWB IP IF IHC Specificity Source

SDPR 12339-1-AP 1:500 1:100 Rabbit Proteintech Antibody

ERK1/2 11257-1-AP 1:1000 Rabbit Proteintech Antibody

PPARa  ab227074 1:1000 Rabbit Abcam Antibody

CPT1A D12004 1:1000 1:100 Rabbit Abmart Antibody

B-actin BS6007M 1:5000 Mouse Bioworld technology Antibody
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Table S4. The expression profiling data of differential genes.

1

Gene Name Ave.control Ave.SDPR Fold change
SDPR 112.0085217 13170.99801 117.7852045
CEMIP 947.51619 3535.845454 3.731083147
IL24 95.80579755 398.7677542 4.153651954
BOLA2-SMG1P6 95.16310436 330.0037202 3.461639403
TNFAIP6 381.9368028 934.6547021 2.446766828
CSF3 75.50718671 317.3308404 4.190705392
ASMTL 879.4409849 431.0923733 0.490081016
IL33 97.63741497 373.2892349 3.816960937
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Supplementary figures
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Figure S1 SDPR inhibits tumour metastasis in vitro and in vivo

(A) Western blot was used to verify SDPR overexpression and knockdown efficiency. (B) gRT-PCR

was used to verify SDPR overexpression and knockdown efficiency. (C)HE staining of

histopathological sections of heart, liver, spleen and kidney of model mice. ** P < 0.01; *** P < 0.001;

**** P <0.0001
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Figure S2
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Figure S2 SDPR is involved in TGF-p-mediated gastric cancer metastasis

(A-B) Transwell chamber migration assay was used to detect the migration and invasion ability of

MKN45 and MGCB803 cells treated with TGF-B inhibitor for 0, 24, or 48h. The cells were counted

under a microscope in five randomly selected fields. ** P < 0.01; *** P < 0.001; **** P < 0.0001.

Magnification, 100
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Figure S3
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Figure S3 SDPR regulates CPT1A

(A)Western blot was used to detect the changes in PPARo and CPT1A in MKN45 cells treated with

ERK interference or inhibitor. (B) Western blot was used to detect the changes in PPARa and CPT1A

in MGCB803 cells treated with ERK interference or inhibitor. ** P < 0.01; *** P < 0.001; **** P <

0.0001
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Figure S4 SDPR regulates CPT1A through the ERK/PPARa pathway

o

e

=aNC
= FR180204

o

(A)Western blot and qRT-PCR were performed to verify the efficiency of ERK interference or

suppression in MKN45 cells. (B) Western blot and gRT-PCR were performed to verify the efficiency

of ERK interference or suppression in MGC803 cells. (C) Transwell chamber migration assay was used
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to detect the migration and invasion abilities of MKN45 and MGC803 cells after ERK interference or

suppression.(D) A wound healing assay was used to detect the migration ability of MGC803 cells after

ERK interference or suppression. (E) A wound healing assays were used to detect the migration ability

of MKN45 cells after ERK interference or suppression. ** P < 0.01; *** P < 0.001; **** P < 0.0001
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Figure S5 CPT1A promotes gastric cancer metastasis

(A)CPT1A was highly expressed in most tumours according to TCGA microarray analysis;(B-C)
Western blot and gRT-PCR were used to verify the inhibition efficiency of CPT1A in MKN45 and
MGCB803 cells treated with ETX. (D) Wound healing assay were used to detect the migration ability of
MKN45 cell after CPT1A knockout. (E)Western blot was used to detect the knockout efficiency of
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95 CPT1A in MKN45 and MGCB803 cells. (F-H) Wound healing assay were used to detect the migration

96  ability of MGC803 and MKN45 cells after CPT1A knockout or suppression. * P < 0.05; *** P < 0.001;

97  ***P<0.0001
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Figure S6
Heart

LV-shCPT1A

B MKN45 MGC803 MKN45 MGC803
I I e
25 = —_—
OQ & 0??~ — <
K Lo KR P 0 = s
© é«% é*c’xé‘*\& c}\,% é+g<;é+ E15 ,61.5
) 14
CPT1A’--- -“--- -| -88KD £1.0 £ 10
B-actin l - 20'5 H |'-'| g0
D e | “-| 420 ool L 1L 1L I 00
WO o o 7% S
oV <k < \9)
e‘"e &7 %‘\50 c}\'% ,‘é*

O

sh-SDPR+ETX

MKN45

MGC803

T 4007 — 1500

[ = c ey

2 300 - 2

g $1000-

£ £ wans

= 200+ b

3 3 5004

£ 100- g 500

: [10] = []

TE e T O

W ST o W ofT ST o
e“'%o ¢ 5“'6??5* e“’%o ¥ e“'s?&;‘*

Figure S6 CPT1A promotes gastric cancer metastasis and fatty acid oxidation

(A) HE staining of histopathological sections of heart, liver, spleen and kidney of model mice. (B)
Western blot recovery assay confirmed that knockdown of SDPR could restore the inhibitory effect of
ETX on CPT1A. (C) Transwell recovery assay was used to detect the migration and invasion ability of

MKN45 and MGCB803 cells treated with ETX, sh-SDPR. or ETX+ sh-SDPR. ** P <0.01; ***P <
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0.001; ****P <0.0001
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133 Figure S7 SDPR/CPT1A is associated with clinical prognosis in gastric cancer
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